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[ Abstract]  Objective: To explore the biological basis of constipated mouse cured by optimal prescription
of Da Chenggitang with differential proteomics. Method: Mice were randomly divided into normal group, model
group and optimal prescription of Da Chengqitang group. Mice in the model group and optimal prescription of Da
Chengqitang group were delivered compound diphenoxylate suspension with 50 mg-kg ™' to develop constipation
model. While the normal mice were delivered the same volume of normal saline. Then, mice in optimal

prescription of Da Chenggitang group were delivered with decoction at the dose of 31 g-kg ™', other mice were

[WFEEHEI] 20161214(013)

[E€WB] EXRARFFESTH (81160424) VLTG4 hE R4 HRIITH (2015A247)

[%E— 1’E%] R4S , PO, DA 11 2 2 B 5T, Tel :0791-87118919 , E-mail : 157902106 @ qq. com
[BIRMEE] A HK, 82, B4 S0, A 25 25 B2 6757, Tel :0791-87118919 , E-mail : yryS9@ 126. com

.03 .



5523 5 14 M FEXEAFFEHRE Vol. 23, No. 14
2017 47 A Chinese Journal of Experimental Traditional Medical Formulae Jul. ,2017

delivered the same volume of normal saline. When finishing the experiment, proteins of large intestine were
extracted, digested and detected by NanoL.C-LTQ-Orbitrap system. The data was imported into Protein Discovery
software to identify the proteins and all the raw data was analyzed by Sieve v2. 1 software. Result: Compared with
the model group, 77 significant difference proteins were found in optimal prescription of Da Chengqitang group,
which the variation trend was consistent with the normal group. Literature retrieval and analysis showed that the
biological functions of differential proteins focused on sugar and lipid metabolism, tricarboxylic acid cycle,
biological oxidation and energy metabolism to provide energy for large intestine peristalsis and fortify contraction

function of the intestinal smooth muscle. Conclusion: The above target proteins and their regulation pathways may

be the biological basis of constipated mice cured by optimal prescription of Da Chenggitang.
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Fig. 1 TIC of tissue proteins of rat large intestine in normal group

(A) ,model group (B) and optimal prescription of Da Chenggitang
group (C)
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Table 1 Different proteins of rat large intestine tissue in normal group, model group and optimal prescription of Da Chengqitang group

S N/M Y/M L7/l
a-enolase ( a-J7 FE fiff ) 2.19 1.69 Bz
glyceraldehyde-3-phosphate dehydrogenase (- i i -3 - ¥ [ %0 il ) 6.10 4.84 i A
L-lactate dehydrogenase A chain ( L-FL % it 20 i A 4 ) 8. 87 6.02 i fi
phosphoglycerate mutase 1 ( [ % %4 B 25 {3 i 1) 3.01 2.60 T I it
pyruvate kinase M ( 74 i i 4 /i M) 9.05 6.23 Yo 1 it
phosphoglycerate kinase 1 ( 2 H i % i 1) 9.70 7.05 T 1 it
L-lactate dehydrogenase C chain( -7 it & C £ ) 13. 14 7. 64 T i
y-enolase (-4 BE AL ) 1.86 1. 64 W T A
B-enolase ( B-J WALl ) 1.86 1. 64 i B fi
aldose reductase ( &3V J5 i ) 6. 44 5.00 T I it
fructose-bisphosphate aldolase A (585 — B R B4l A) 7.61 5.25 T 1 it
carboxylesterase 1C (#2 ¥ i/ 1C) 6. 60 1.79 Be AR A
carboxylesterase 1E (¥R RGN 1E) 6. 60 1.79 BRI E A
liver carboxylesterase 1 ( fiF 2 M2 &1 1) 6. 60 1.79 IR Y E|
carboxylesterase 1D (32 R A 1D) 6. 60 1.79 Be AR
selenium-binding protein 1 (%5 & & 1) 4.01 3.02 Ne f¢ i85 A
selenium-binding protein 2 (i %% & & 11 2) 4.01 3.02 Beft i &
D-B-hydroxybutyrate dehydrogenase , mitochondrial ( D-B-¥ T & [t &l , 2 i 14 ) 6.42 2.54 feLisE A

very long-chain specific acyl-CoA dehydrogenase , mitochondrial ( H & 5 4 5 M O BE L4 A 4.73 3.91 Be AR
it A, ek )
A-kinase anchor protein 9 ( A~ 4 E 411 9) 4. 62 3.15 Be i A
citrate synthase , mitochondrial (#7412 & WL , 22 kLA ) 7.12 4.29 ZRBIEHREN
phosphoglycerate kinase 1 ( i H il % 54 1) 9.70 7.05 =RMIEHHEA
aconitate hydratase , mitochondrial ( 2 3k g 7K & i , 2 hi 14 ) 3.54 2.69 =RMBIEHEA
malate dehydrogenase , mitochondrial ( 3 5% 5 Jid 4 i , 28 B0 4K ) 3.02 1.76 SRRIEHE N
malate dehydrogenase , cytoplasmic ( 3 5 [ i 20 ffF , I 5% ) 3.54 2.76 SRBRIEHEH
isocitrate dehydrogenase [ NADP ] cytoplasmic ( 5y B i i 20 it [ %4t ) 40 0 5 ) 8. 66 5.46 SHRMBIEHE A
cytochrome ¢ oxidase subunit 5A , mitochondrial ( 41l (4 2% C %0 fk/iE 7 5E SA , 2 KL iA ) 5.89 3.62 R AR
peroxiredoxin-5 , mitochondrial ( i % Ak Yyt -5 , 28 ki 4 ) 4.87 2.65 WA AL 1
electron transfer flavoprotein subunit alpha , mitochondrial ( By T4 5 ¥ 2 8 14 o T3, 2 hi 14 9.61 6.20 A WA AL TR A
electron transfer flavoprotein subunit betal M, 745 (f£3% ) # X & A B W3] 3.05 1.88 WA AL E
retinal dehydrogenase 1 (3 # % Jii 20 1) 9.59 3.43 WAL
aldehyde dehydrogenase , cytosolic 1 ( 1 i &0 fifi , JE 3¢ 1) 9.59 3.43 AW A AL TR A
carbonyl reductase [ NADPH ] 1 (#3534 L/ [ NADPH ] 1) 3.74 2.04 WA AL
aldehyde dehydrogenase , mitochondrial ( [ i %0 , 2% 64 ) 4.62 1.86 AL
aldehyde dehydrogenase X, mitochondrial ( Z, i i 2 iF X , 28 ki f4 ) 3.99 2.28 AR AR A
transitional endoplasmic reticulum ATPasel[ sz J% i 31 P Jo (0 R 1 = W BR i ( ATP ) ] 2.01 2.04 fe AL A
calreticulin (5 % 2 1) 2.26 3.06 Rem R E N
calmodulin ( 5§ 2 1) 4.96 2.46 ReE AR E A
guanosine diphosphate-mannose 4,6 dehydratase ( @ % 2 15 - #2 5 4, 6-JB 7K iff ) 11.65 5. 41 AN =]
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R N/M Y/M e/l
ATP synthase subunit beta, mitochondrial ( ATP & il B . % , 42 ki {4 ) 4.08 2.24 e AR R A
heat shock cognate 71 kDa protein ( #4327 ¥ 71 kDa % 1) 5.88 4.73 fig AR AR 1
heat shock-related 70 kDa protein 2 ( #ff 5 4H 52 (9 70 kDa & 14 2) 6.96 5.29 reERIHE A
60 kDa heat shock protein , mitochondrial (60 kDa 3k 3725 5 , 2k i 4 ) 5.44 3.67 Re AL E M
UMP-CMP kinase( UMP-CMP it ) 5.23 2. 84 Al AL
adenosylhomocysteinase ( fi 1 & 2 I 2 B2 ¥ ) 8. 49 5.32 ReE R EN
profilin-1 ( R £F 4£ 75 11-1) 8.08 5.04 %3z sh 7 M
myosin light polypeptide 6 (JLERE R Z K 6) 3.04 3.95 iz 3 E A
destrin (R E 1, MBI E A HRET) 4.06 2.85 Wiz 3h 8 1A
transgelin-2 (4L B ) 3.88 3.59 iz sh & M
talin-1 (BR7E (1) 1.61 1.61 iz 3 1
cytoskeleton-associated protein 4 ( 40 i & 2840 M 11 4) 0.50 0.21 HoA
inositol monophosphatase 1 ( L 24 i 2 il 1) 0.71 0.32 Al
peptidyl-prolyl cis-trans isomerase A ( )k iff 2 BENT 52 5344 Al ) 4.27 3.81 HAb
stress-70 protein , mitochondrial ( Ji 34 % 14 70, 28 444 ) 2.94 2.38 HoAl
polypeptide N-acetylgalactosaminyltransferase 3 ( £ ik N-Z, it 2 562 FLBHH 1 3) 8. 08 6.70 oAt
thioredoxin ( i B ) 4.73 3.91 HAl
-1 -antitrypsin 1-1 (a-1-%7 HE2E 18 1-1) 5.58 2.88 HAl
a-1-antitrypsin 1-2 (o-1-30 655 (1 1-2) 5.58 2.88 HoAly
a-1-antitrypsin 1-3 (a-1-§T B E FIHE 1-3) 5.58 2.88 Hiy
-1 -antitrypsin 14 (a-1-47 B 76 (15 1-4) 5.58 2.88 HAl
small ubiquitin-related modifier 2 (/NZ % Ml X &M H 2) 0.53 0.12 HoAth
small ubiquitin-related modifier 3 ( /NZ % M B MY 3) 0.53 0.12 HoAth
annexin A1(BEEAZE [ A1) 3.30 3.25 HAl
chloride intracellular channel protein 1( %3 & il i & 1) 8.03 6.18 HoAtb
translationally-controlled tumor protein( TCTP , &% il i 981 % 1) 5.45 4.88 HoAth
proteasome activator complex subunit 1 (2 [ EEAEN TE ST 1) 3.22 2.17 oAl
elongation factor 1-a 1 ( ZEf#i K F 1-al) 2.04 2.03 HiAfi
protein disulfide-isomerase ( 2 [ 51 — it B S #4 7it§ ) 6.14 4.07 Hifl
protein disulfide-isomerase A3 (25 [1 )5 —#i i 5 M A3) 3.67 3.25 Hily
dihydropyrimidinase-related protein 2 ( & MEBEA L HEH 2) 3.48 2.52 HiAth
immunoglobulin y-2B chain C region( # 5R 7 (1 y-2B 5 C X)) 0.72 0.22 Ho Al
protein S100-A10 ( % [ S100-A10) 0.77 0.11 HoAb,
¢lutathione S-transferase P 1 (4Bt H ik -4 % i P1) 4.46 2. 69 HiAthy
glutathione S-transferase P 2 (4 Jje H ik S-55 B il P2) 4. 46 2.69 HoAl
lysozyme C-2 (i ffEZ C2) 0.48 0. 04 HoAl
golgin subfamily A member 3 (F /K FEARA T A W3 3) 0.34 0. 44 HoAt
branched chain amino acid aminotransferase , mitochondrial ( 37 4 58 $: 8 5% 2 , 4 i 14 ) 0. 49 0.05 HAt

4

TE:NRRIEWAH M RRBERA Y LR KRG T4

itip

SR AL A N Y SR B, R e B

A= fir ) B RE A, A= A S Y BRI . HLIRHLAE
RZS 1Y 2 Al b 52 I AR N — & 5 U BE A H B AR Y
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